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Maldi ToF MS Analysis of Peptides Desalted on the 
Solid Phase Extraction Card. 
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Moldi ToF MS Spectrum of Peptides Desalted on the 
Solid Phase Extraction Card and Directly Analyzed. 
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Moldi ToF MS Analysis of Oligonucleotides Desalted 
on the Solid Phase Extraction Card. 
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Moldi ToF MS Spectrum of Oligonucleotides Desalted 
on the Solid Phase Extraction Card and Directly Analyzed. 


C 



2499.0 


4999.4 


7489.8 10000.2 
Mass (m/z) 


1190.5 


12500.6 


15001.0 


FIG. 7 


Maldi ToF MS Spectrum of (total) Peptides 



H.9E+1 


JL 


972.0 2370.8 


3789.2 6167.8 
Mass (m/z) 

FIG. 8A 


6566.4 7966.0 


Moldi ToF MS Analysis of Phosphopeptides Enriched 
on the Affinity Solid Phase Extraction Card. 
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